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Figure 1. Identification of miRNA in Feces and Intestinal Luminal
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Figure 1. Identification of miRNA in Feces and Intestinal Luminal
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Figure 2. Intestinal Epithelial Cells and Hopx-Expressing Cells are Two Predominant Fecal miRNA Sources
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Figure 3. Deficiency of Intestinal Epithelial Cell miRNA Increases the Dissimilarity of the Gut Microbiota
Bacterial 16S rDNA sequence-based surveyswere performed on the feces of 16 mice (n = 7 Diceri1fl/fl, 9

DiceriDIEC mice).
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Figure 4. Host miRNA Directly Affects the Growth of Gut Bacteria (A and B) Based on pilot culture

experiments
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Figure 6. IEC miRNA Deficiency Is Associated with Exacerbated DSS Colitis and Is Rescued Following
WT Fecal RNA Transplantation (A—C) 6-week-old gender-matched Dicerifl/fl and Dicer1DIEC
littermates were treated with 3% DSS in drinking water for 77 days.
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Figure 6. IEC miRNA Deficiency Is Associated with Exacerbated DSS Colitis and Is Rescued Following
WT Fecal RNA Transplantation(E—G)Intherecipients, bodyweightchange (valuesaremean
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test) (F), and histologic analysis (H&E) (G) at day 9 post DSS administration were analyzed



Fig.6/) 4

> WTEDicer1AECEFEmiRNAIE ] AN Z R4
MR RAIRE. BJROGE, EKEMKE, W
oGt XL IERE, Bli7iE AmiRNAs
R b R RS 2 r T HE R B2

.



Gut epithelial cells

~pie0 pre-miRN
Dicer/

» MiRNAs are normal constituents of murine and human feces
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of fecal miRNA

~ o MiRNAs enter bacteria and requlate bacterial gene

expression and growth
WT ormal microbiota

o Fecal miRNAs are essential for the maintenance of normal gut

— ﬁm\ 5 microbiota
,g//

D}r‘sbIOSIS







