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Genetic diversity research of the Yellow River carp
populations based on mitochondrial COI gene

Wang Lei, Chen Junping, Wang Ya, Shi Wenrui, Li Xuejun, Dong Li, Zhang Xiaoqian
(College of Fisheries, Henan Normal University, Xinxiang 453007, China)

Abstract : The mitochondrial COI gene of five Yellow River carp populations was sequenced to reveal their genetic diver-
sity. In the five populations, the number of haplotype in the population of Xingyang Aquatic Breeding Farm and the population
of Luoyang Aquatic Technology Promotion Station was 4 and 2 respectively. The other haplotype number was 3. Genetic diver-
sity of the populations ranged from 0.200 to 0.750. The highest was the population of Henan Aquatic Breeding Farm. The pop-
ulation of Luoyang Aquatic Technology Promotion Station was lower than other populations. Nucleotide diversity of the popula-
tions was in the range of 0.000 63 to 0.002 28. The highest was the population of Xingyang Aquatic Breeding Farm and the low-
est was the population of Luoyang Aquaculture Technology Promotion Station. Analysis of molecular variance shew that nearly
90% of the variation came from the interior of the populations. The result indicated that although genetic differentiation was
small between populations, but genetic diversity was relatively large in different populations. The study provided some basis for

artificial releasing and breeding new varieties of the Yellow River carp.

Keywords: Cyprinus carpio haematopterus Temminck et Schlegel; cultured population; COI gene; genetic diversity

[REHAKR ER~]



