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1° Degraders
-Bifidobacterium spp. ® BIEAFH
«Ruminococcus bromii @ J8 § 3R
*Others
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Butyrate producers TEi 4%

*Faecalibacterium prausnitzii
*Eubacterium rectale 4, ﬁ%
*Roseburia faecis

*Roseburia intestinalis

*Roseburia inulinivorans Z -ﬁfT K%

*Eubacterium halii
v *Anaerostipes hadrus
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TABLE 1 Fecal SCFA concentrations before and during dietary supplementation®

Butyrate T gl Acetate Z,figEh Propionate PgEgEh
Change P Change P Change P
Group?® Before During (%) value Before During (%) value Before During (%) value
Accessible 13 £ 6.1 15 = 8.3 +13 0.18 4117 4116 0 0.89 99+60 93=*65 —6 0.47
starch
(n = 39)
Hi-Maize 93 + 4.1 97 *+56 +5 0.81 37 =17 33+ 15 —10 0.20 12 =15 12 =13 +0.3 0.81
(n = 43)
Potato 13 6.0 16 =75 +29 <0.001 48 + 22 58 = 26 +21 0.0012 10 = 7.7 86 =53 —16 0.39
(n = 43)
Inulin 11 6.0 1370 +17 0.14 3818 41 =20 +8 0.077 1110 13 =215 +27 0.31
(nh = 49)

9The concentrations of fecal SCFAs (in millimoles per kilogram) (mean = standard deviation) before and during dietary supplementation. All P values are based on
repeated measures ANOVA.

bThe groups were given different dietary supplements. Accessible corn starch was given as a control. The number of individuals in each group is given in the
parentheses.
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1° Degraders

2° Fermenters

ENER

~ HEREBEKE
R. bromii

BRaelld R st

RAEWSEHFE B. longum/breve

B. cate/pseu/kash
ARIXEFFE B. bifidum

i Ruminococcaceae (seq100)
i_ Clostridium (seq176)
[~ F. prausnitzii
E. rectale
R. faecis

. R. intestinalis

R. inulinivorans
E. hallii
A. hadrus

-2 0 2 4

Change in abundance
(log,(during / before))

1.4*

-0.1
-1.1

0.2

0.6

2ot 1.7

-0.9*

1.4*
1.6"

0 0.1 0

-0.3 | 0.1 0.3 | 0.2*
0 -02 | 0.2 | -03
-0.4 0 -0.5 | -0.9*
0.3 | 1.1 | -04* | -1.1*
0 -0.3 | -0.2 | -0.6*
02 | -04 | -03 | 1.1*
[} @ @] c

<

Avgerage abundance

before (%)

FIG 2 Average fold changes in the
relative abundance of sequences
representing selected primary (1°)
degraders of resistant
polysaccharides and secondary (2°)
butyrate fermenters in response to
dietary supplements
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@——A R. bromii or Seq176 increased

C A Neither increased
before during

FIG 3 Associations between
primary degraders and changes
in fecal butyrate concentrations
in response to dietary
supplementation with resistant
potato starch (RPS). For all
panels, darker shades indicate
an increase in abundance or
concentration, and lighter
shades indicate a decrease or
no change.
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% FIG 4 Pairs of microbes that
3 B. cate/pseu/kash % . consistently responded in concert
@ . ign .
% 2 either positively (red) or negatively
2 3 B. bifidum * (blue) to dietary supplementation.
a»é Correlations between changes in
g < Ruminococcaceae (seq100) the abundance of primary degraders
o . and butyrate producers were
Caesll S calculated using the combined data
T * set that includes responses to all
' supplements
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FIG 5 Positive relationship between fecal
butyrate concentrations and the relative
abundance of sequences characterized as E.
rectale both before and during dietary
supplementation with RPS.
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