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Fig.1 The symptoms and microstructure observation of powdery mildew on P. aviculare
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Fig.2 The back inoculation symptoms and microstructure observation of powdery mildew on P. aviculare
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Identification and phylogenetic analysis of powdery mildew on

Polygonum aviculare in Zhoukou.Henan Province

Wang Wei'?,Xu Kedong®, Yu Deshui’,Li Chengwei*®, Wu Jianyu'

(1.College of Life Science, Henan Agricultural University,Zhengzhou 450002, China;
2.Key Laboratory of Plant Genetics and Molecular Breeding, Zhoukou Normal University,Zhoukou 466001 ,Chinaj;

3.Henan Institute of Science and Technology,Xinxiang 453003, China)

Abstract : In this study, the morphological observation, molecular identification, Koch’s postulates verification and phy-
logenetic analysis were used to identify the pathogen on Polygonum aviculare in Zhoukou, Henan province. The results showed
that the mycelia were exogenously and the hypha were separate. The conidiophore was cylindrical, which contains three cells.
The string of conidia were near column, scale was (22.0-35.5) pm X (10.5-16.5) pm. The cleistothecium was nearly ovoid and
contains 3-5 ascospores. The symptoms of inoculation pathogen was same to the nature, which was identified through Koch’s
postulates. The internal transcribed spacer (ITS) (KX757832.1) sequence is clustered with Erysiphe heraclei on Anthriscus
cerefolium (KF111807.1), Hedera helix (KP055630.1), Daucus carota (KC480605.1) and Rumex acetosa (KY073878.1) in
one clade, the sequence similarity were 98.40% , 98.57 % , 98.40% and 98.57% respectively. We presume that the pathogen in-

fected on P. aviculare was E. heraclei in Zhoukou.

Keywords: Polygonum aviculare spowdery mildew;Koch’s postulates; Erysi phe heraclei
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Mechanism of colorectal cancer induced by fusobacterium nucleatum

Wang Ruifei'?,Liu Jinjing®®, Wang Lingli®, Li Peng®,Liu Xingyou®

(1.College of life science, Henan normal university, Xinxiang 453003, China;
2.Biotechnology research center, Xinxiang college, Xinxiang 453003, China;

3.College of life science,Cornell university, New York,NY14853, America)

Abstract : Colorectal cancer (CRC) is one of the most common malignant tumor. Studies had shown that Fusobacterium
nucleatum (F .nucleatum) can promote the occurrence of CRC. The most important carcinogenesis mechanisms of F.nucleatum
are chronic infection forming an inflammatory environment, interaction of surface characteristic factors of F.nucleatum with
immune cells, activate multiple signaling pathways, immune suppression and immune evasion. However., there are some un-
certainty carcinogenesis mechanisms about F.nucleatum s but this paper summarizes all the known mechanisms by referring to
a large number of literatures, and this providing information for further study. The characteristic factors of F.nucleatum such
as FadA, Fap2 and LPS may play an important role in the development of CRC. This molecules may provide new targets,

drugs, and strategies for therapeutic intervention.

KeyWOI‘dS:fusubacterium nucleatum ;colorectal cancer;mechanism ;treatment
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