F435 F1 M AR RFFROERAFR Vol. 43 No. 1
2015 % 1A Journal of Henan Normal University(Natural Science Edition) Jan. 2015

XEHE.1000—2367(2015)01—0106—04 DOI..:10. 16366/j. cnki. 1000—2367. 2015. 01. 021

PIRG T B PR IE R F EF1A 1937 40 B & AL 5T

M‘.\ ,5?@’34%%9&?1%93%%9?']"@5’ %fﬁ‘a%ﬁ ﬁa}%ﬁ‘ﬁi9g’l§ I
(LBRE Aadl %2R LETREEYEMRMAESELRE, 1§ 200444

i ESWTHSENNBEPREMRET EFLA Q4K ERL. UL Col Bf 4 BB IF & cDNA HN#UR &t & 4%
K KOD ¥ %15 2 363 bp (I N REMHEF EFIABRRA R, B S GFP RS E R EA pl300 XA
e, FARITE R YR p35S': GEP 1 p355: EF1A: : GFP B ABARMBEFF MEFEEAY MRS GFP
FIRIKEO. S RBR:p35S: GFPEERAMEY T ARE P GFP R BEEER THRBE PR ABE, HRE
P35S+ EF1A: : GFPH#ERMY P . MEEPRIECRESHABE P RNABELEEZR, WHERTE QB ER
HIEFEFN EFIASBREER THRE T, XU ANBIFEEMET EF1A f T 40002 M R4 T L RAKHE.

XER RN WELEWETF;EF1A;GFP
HEDHES Q754 XEkFRARRD A

EHBREDGRADN 3ANEARE GEH, LML L BRHERFEILNTAREANS S .
WA EF  EARWEMFS R EEEMRBN N ZEERSTETST. BFEMET LA(elongation fac-
tor 1 alpha, EFIARZ5EHBREMWEEEAR.EFIAB 3ANEHE, . SR 1 5 GTP 44,41
BIAMULE RNAY.EFIA RN ZHFENSBREWED, SEFHRBESR 1% ~2%,EF1A
ERWRBRETGRT. EFIARTSS5EQREFEN, BEFLZEREEN IR . KNS E5FSES B
PR M T AR R AR ES . AR p35S A BRIKEFIA: + GFP A EH, 5§ AT E MM IF
R EF EF1A LA KENL, K EFLA 3 — 5 B 57 32 41 3808 4R 40 A BB

1 # #

1.1 &9

SR BT B B AR B B P A Y 9 Columbia(CoD ARS8, A TG FERFE, BE 22 C, 0K
16 h/BHE 8 h, MISHBE 70 %", @ Bk MM BRI, BFRM b L8 KEATHBRA /L™,

HYERN R AEA B LG D EYFHTRE 4 CRERTRRLAE, URSH TR LR 445
EFATRRESREETESR FERKRERAFEN B HT BRI ER.
1.2 BHEmEE

TGI(E. Cold) : KIGFF W, T RIBBAME R R A HF LR, TGl MZSd L#a L EYR AR
4y AR ; GV3101 (Agrobacterium tumefaciens) : IR AT &, F F A MR E H B LHFHAUBE T HEY,
GV3101 PR ZAHALKEGH 35S : GFP HRZEBAE B AZH ERMIRA.

2 i &

2.1 #EIFAB DNA HRE
2.1.1 H#4& RNA BB R A QlAamp R Viral RNA Mini Kit {7 &. X H &% H Qiagen £ ).
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2.1.2 Y5 RNA B R¥ % RNA REFFTAIRF &l B TaKaRa £Y R 7). BARBREZ T FIH 5
fio s RT 52 7k CRL S WK BC ) 7E K | # 47) : 5 X PrimeScript RT Master Mix(for Real Time)f## Fi&#2 pL, To-
tal RNA {# i & 1 pL;RNase Free ddH,O I8 7 pL.

B0 A 2R AT H T SR AR BB A L 10 L S A R AT B R 500 ng B9 TotalRNA.

R RN 237 C 15 min(RFEFR N ;85 C,5 s(RFEFEMRKRIER M) ;4 CURTD.
2.2 SlgFnid A

1E www. arabidopsis. org P35 T~ 3 EF1A 3 H K F 5, 4K 8 2 H ¥ 5] i% i+ PCR(Polymerase Chain
Reaction) ¥ H 5 ¥ 76 FF #5194 30 B Xba 1 1 BamHI BEY)467 &, LI AT FIBI a0 % 1 Fis. A58
BETRSI ¥ Bl s TAY TRRG A RAF#HTE .

x1 XBIIMET
B ¥EH b/ (BB 50 51

EF1A 5k E#  (XbaD GCTTCTAGAATGGGTAAAGAGAAGTTTCAC
T# (BamHDGCCGGATCCTTTGGCACCCTTCTTCACTGC

F#  (BamHDCGCGGATCCATGGTGAGCAAGGGCGAGGA

GFP %k
T  (SalDGCGTCGACTTACTTGTACAGETCGTCC
ki  ATGGTGAGCAAGGGCGAG
EF1A %3
BEAEDEE TF# TTACTTGTACAGCTCGTC

PCR #"## % Takara 2T EFE KOD . PCR # #2 % 5.:94 C 2 min;98 'C 30 s(AE#%);68 C
30 s/K(ZEA#) ;72 "C 10 min;10 'C 10 min;33 IK.

B R ETEK B R B L taq BEIN“PolyA” BN“Poly A” B J5 HEAT I B s 2 4E , 12 Bl iR 3 &t Takara
AFER. K& B DNA F BB B ¥ 38 A pMD18 — T BAKHATI P , pMD18— T A5 I & B So-
lution 1 g5 Takara 2 & 4 F=.

BEEERZEQO LW T BB 1.5 ;T #4K 0.5 ;Solution 1.5 ul;ddH, 0.3 pL.

Forp Solution T E#ABFN S T4 DNA F#8 N KN ENEERXAN. LKA TA Cloning Vector ¥
B LW 3R H A Y EARHA R R 58 B F

I Fe 45 B2 7 NCBI M3 (http://blast. ncbi. nlm. nih. gov) {# B} BLAST & /% #4775 51 LX) 20 #r.

2.3 RizFBHERE

FIARIE p35S:EF1A ¢ : GFP MBI S0 1 ik db 47
2.4 RiZFHEMEFERUEIFHEL

H A B AT I R A BRAACR PO AL 5 ARFT TR GV3101, % 3G 57 R R MR AP W % AT IR M L g
4 7 3 R 2 5, R AT B AL IR PR B 2 SCRD T 5% A 3R R 2R A 1) AR TS P ek I T R A IR R AT R AR
Pk BT e D BIEFR (5 mL) VKBRS (250 mL) R, R YH LB A RUBI R IR bk A Y R B R B AR 5 IR
W22 30w
2.5 HWEEMHEMENGE

WO AL AR B RP T MR AL S5 . & 50 pe/ml SIS R WP V- AR 4T 5% 25 DX FH M o O o 4% T 3R 0
e B [N FH 1 B BB A B R
2.6 HEFEMWEHIFH PCREN .

DAL B R HIBG ST 0 AR, R AT SDS e 3R BUEE H 4 DNA, % #2 U7 2 B 35 Dellaporta, Wood 1 Hicks
B 7 15 O T o 6 U % 5k DRI S ma T B I S 1 B a3k 1 B
2.7 BEEEEYHRAUE

R B R T 28 3~5 H E M, fIE 2K vh Bt Ja , i B0 I 5% 5, 2% R] LSM710 h R4 BB ¥ 1T
KOG MEE KRB % 58 B3k B v FI I ] 2. 0 BB 2 W B4 3647 4317









14 HAE F AT HmB AT RBETES NG LEM 115

Two-Dimensional Cellular Automata based Simulation
of the Formation of Aerobic Granular Sludge

HAI Benzhai* , WANG Hailei®

(a. Colledge of Compute Science & Techmology;b. College of Life Sciences,
Henan Normal University, Xinxiang 453007, China)

Abstract: The formation mechanism and environmental conditions of the aerobic granular sludge becomes the target of
many researchers. With the method of cellular automata this paper gives a model of formation of an aerobic granular sludge.
The simulation results show that the model effectively reveals the formation mechanism of aerobic granular sludge, the reliabili-
ty of the model was verified, the results amplified has an important guiding significance for the aerobic granular sludge industri-

alization.
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Subcellular Localizationoftranslation Elongation
Factor EF1A in Arabidopsis Thaliana

CHEN Yan, WANG Weiqian,ZHANG Hongli, XTIA qunfang,SUN Hengji, LI Ruisha,
ZHENG Bang,ZHOU Shumin,ZHANG Wei

(Shanghai Key Laboratory of Bio-Energy Crops; School of Life Science,Shanghai University,Shanghai 200444 ,China)

Abstract: The subcellular localization of the translation elongation factor EF1A of Arabidopsis was investigated in this
study. The 2 363 bp cDNA fragment of the Arabidopsis translation elongation factort EF1A was cloned by KOD reaction from
Arabidopsis Columbia. With GFP fusion, the gene fragmentconstructed into the pl1300 vector, Then the p35 S:GFP and
P35S:EF1A : : GFP were trans formated into Col ecotypes Arabidopsisby Agrobacterium-mediation. GFP expression in
transgenic plants cell was observed and showed that 35 S;GFP transgenic plants exhibited a significantly high GFP fluoresence
in the nucleus than in cytoplasm,but in p355: EF1A ¢ t GFP transgenic plants, the fluorescence intensity in nucleus was simi-
lar to cytoplasm. These results suggested that during protein translation, EF1A content in cytoplasm is higher than in nucleus.

Furthermore, the subcellular localization of EF1A also been revealed in this study.
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