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Table 1

Formulation and proximate composition of the experimental diets (26 dry matter).

Ingredients (20) FM S-1.25 S5-5
Menhaden fish meal™ 67.00 67.00 67.00
a-Starch™ 16.00 16.00 16.00
Menhaden fish oil™ 3.50 3.50 3.50
Soybean lecithin® 0.50 0.50 0.50
Choline chloride 0.30 0.30 0.30
Vitamin premix” 1.00 1.00 1.00
Mineral premix® 0.50 0.50 0.50
Ca(HPO3)- 0.50 0.50 0.50
YO 0.05 0.05 0.05

| Stachyose®” [9) 1.37 5.47 |
Microcrystalline cellulose 10.65 0.28 5.18
Analyzed nutrients compositions (dry matter basis)
Crude protein 48.45 48.33 47 .99
Crude lipid 9.40 9.02 9.14
Ash 8.41 8.23 8.64

4 91.45% stachyose, Xi'an Rongsheng Bio Technology Co., Ltd.
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FM 8.1.25

Table 3
Alpha diversity index of intestinal microbiota of experimental turbot.

Sample name Richness estimates Diversity estimates

0TUs Chaol ACE Shannon Simpson
™ 779 + 85° 1029 + 58° 1054 + 89° 6.13 + 1.01 0.88 + 0.10
5.1.25 1514 + 43° 1503 + 110° | 1600 + 71® | 7.01 + 0.74 0.91 + 0.04
55 1284 + 61° 1308 + 42 1337 = 15° 7.79 + 0.21 0.98 + 001

5.5

Fig. 1. Venn diagram of unique and shared OTUs.

Every circle in Venn diagram represents one group; the value from the overlapping part of
different circles represents the shared OTUs between groups, and the value from the non-
overlapping part of one cirele represents the unique OTUs of that group.
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Fig. 3. Beta diversity of intestinal microbiota of juvenile turbot.
Principal Component Analysis (PCA) against PC1 versus PC2 axes
based on OTUs.
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Table <

Effects of 1.25%% and 5% dietary stachyvose on gene expressions of intestimal Muc-2 and
tight junction-related proteins.

Diet FM sS-1.25 s5-5

Muc-2 1.00 =+ O0.15 = 0.94 =+ 0.07 = 1. 73 =+ 0.08 Y
Occludin 1.00 == O0.09 = 1.59 = 0.14 v 1.19 == O.1a4 =
Tricellulin 1.00 =+ 0.18 0.94 =+ 00.12 0.99 =+ O.19
Claudin-3 1.00 == O.1a4 = 1.90 = .12 %" 0.80 == O.1a4 =
Claudin-like 1.00 =+ O0.06° 0.76 == 0.01 " 0.48 =+ 0.07 =
ZO-1 transcript variant 1 1.00 =+~ O0.07 = 1.29 =+ 0.05 P 1.38 =+ 0.06 P

MUC-234 88 H 2 W IE R 2 A B 4, A HEPTAN e B e i R E B s EAE . R
A, 5%HAMUC-2E: IR IA I IN(P<0.05), RHMEEKEBRETE LI, X—4R5HA
X ot 7 AR o i - FLvE . K 58 BLbE S5 O 9T 45 5 — 20 (Tsukahara et al., 2003; Leforestier et al.,
2009) .




/3. i

Table <

Effects of 1.25%0 and 5% dietary stachwvose on gene expressions of intestimnal WMuouc-2 and
tight junction-related proteins.

Diet FIVI S-1.25 S-5

Muc-2 1.00 +— O0.15 = 0.94 —+— 0.07 = 1.73 =+ 008 °
Occludin 1.00 = 0.09 = 1.59 = 0.14 Y 1.19 = O.14 =F
Tricellulin 1.00 == 0.18 0.94 + 0. 12 0.99 =+ 0.19
Claudin-3 1.00 = 0.14 * |_1.90 =+ o0.12 "] 0.80 = 0.14 =
Claudin-like 1.00 =+— 0.06° 076 — 0.01 % 0.48 —«— 007 =
ZO-1 transcript variant 1 1.00 = 0.07 = | 1.29 = o0.05 *® 1.38 = 0.06 °|
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