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The miR-33 gene is identified in a marine teleost: a potential role in regulation
of LC-PUFA biosynthesis in Siganus canaliculatus.
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Expression of miR-33 and srebp1 in livers of rabbitfish
reared at 32 ppt and 10 ppt.
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Expression of miR-33 and srebp1 mRNA in rabbitfish
hepatocytes incubated with PUFA.
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Srebp1 activation induced the expression of miR-33, A4 fad
and AG6AS fad in rabbitfish primary hepatocytes.
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