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Effects of heat precondition on m°A modification in rat muscle tissue

Zhang Jingting
(College of Physical Education, Henan Normal University, Xinxiang 453007, China)

Abstract: To observe the changes of m® A modification in rat muscles during heat precondition, and to preliminarily ex-
plore the role of m®A in heatprecondition, 24 adult male SD rats were randomly divided into 2 groups. 12 were preheating
group and 12 were control group. The preheating group was treated at 42 °C for 15 minutes, 3 times a day for 5 consecutive
days, and the control group were raised under the room temperature. After the treatment, the transcription and translation ex-
pression levels of key enzymes and the changes of total m* A were detected. Compared with the control group, the mRNA ex-
pression levels of methyltransferases METTL3 and METTL14 and KIAA1429 in the heat precondition group increased to var-
ying degrees, with METTL3 being the most significant. The mRNA expression of demethylases FTO and ALKBH5 decreased,
and the FTO protein reduced significantly. LC-MS detection revealed that the m* A modification level increased in total RNA. In
the process of heatprecondition, m® A methylation modification in rat skeletal muscle is enhanced, demethylation is weakened.,

and overall m® A level increases, indicating that m® A signaling pathway may play a positive regulatory role.

Keywords: heat precondition; m® Amodification; methylase; demethylase
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