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Lung Colon Leukemia
S
Aca/ % Acq/N Ava Aca/ % Acq/N Ava Aca/ % Acq/N Ava
C4.5 97.24 30 0.20 88.72 17 0.01 93.76 7 0.42
Naive Bayesian 97.24 30 0.08 86.78 17 0.53 91.40 7 0.34
LibSVM 91.63 30 0.00 86.78 17 0.53 81.86 7 0.28
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Tumor feature gene selection method based on PCA and information gain

Xu Jiucheng, Huang Fangzhou, Mu Huiyu, Wang Yun, Xu Zhanwei

(College of Computer and Information Engineering; Henan Technology Research Center for Computational

Intelligence and Data Mining, Henan Normal University, Xinxiang 453007, China)

Abstract : Aiming at the low classification accuracy of tumor genetic data with the characterstic of high dimensional and
unrelated genes, a tumor feature gene selection method based on PCA and information gain is proposed. Firstly, the PCA algo-
rithm is used to eliminate miscellaneous genes and select the preselected feature gene subset in this method. Then, the informa-
tion gain algorithm is used to optimize the subset of the preselected feature gene subset, and the feature gene subset is obtained.
Finally, different sorting algorithms are used to simulate the feature gene subset. The experimental results show that the meth-
od proposed in this paper improves the classification accuracy of gene expression profile, thus indicating that the pathogenic
gene is effectively selected.

Keywords: gene classification; PCA; information gain; feature selection
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