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Table 1 Formulation and proximate composition of experimental
diets for starch feeding trial

Ingredients et Dhet Diet  Diet Diet Dret
1 2 3 “a 5 &7
Casein®™ 220 220 220 220 220 220
Gelatin® 5.0 5.0 5.0 5.0 5.0 5.0
White fish meal® 11.0h 110 11 .0k 11.0 11 .0 11 .4
Sovbean oil 6.0 6.0 6.0 6.0 6.0 &0
Sovbean lecithin 1.0 1.0 1.0 1.0 1.0 1.0
Wheat starch” 1 8.0 230 280 330 380 3 0
Microcrystalline 290 240 19.0 14.0 9.0 4.0
cellulose™
Carboxyl-methwvl 2.0 2.0 2.0 2.0 2.0 2.0
cellulose
Witamin premix® 2.0 2.0 2.0 2.0 2.0 2.0
Mineral premix” 4.0 4.0 4.0 4.0 4.0 4 .10
Proximate analyvsis (% dry weight basis)
M oisture 2.0 T-7T T.6 7.9 T4 7.8
Crude protein 30.3 30.1 297 297 29 .6 29 2
Crude lipid B.5 8.7 5.4 8.5 8.5 5.6
I Starch 17.1 21.8 26,4 320 36.3 1.9

Ash D 2.9 5.4 5.6 5.4 5.2




Table 2 Sequences of the PCR. primers used m thas work

FPriomer

Primer sequence (3—3")

GLUT2-F CIDxS
amplification

GLUT2-F. CDS
amplification

GLUT2-F1 (3" RACE owt
pPrimer )

GLUTZ2-F2 (3" RACE 1n
Primer )

GLUT2-R1 (5" RACE out
Primer )

GLUT2-R2 (5" RACE
Primer )

LT 2-F (real-time
Primer )

GLIUUT2-F (real-timme
Primmer )

B-actin-F (real-time primner)

P -actm-F (real-time primer)

GE-F (real-tone promer)

GE-R (real-time primer)

PE-F {real-time primmer’)

PE-R (real-time primer)

PEPFCE -F (real-tme
Primeer )

PEPCE -F (real-titme
Primer )

Z6P-F (real-time proner)

CFOP-F (real-tinne primner’)

ATGGAGA AGCAGT  TA ACAGH
L

TCAG OO TG TAGA CGUTC

GUAAGA ATCTGAA AAGOGUT
AAGHG

G GACAT IACGACACCTO A A
AACT

TCATCCATGAGTAAACATCC
TS

CCACTGTCATGGOCACT G

CEGTGAAA OCGA ACAGGAGT

TTCTT T GA GATOGEGOC TG

TG TOCACCGOAAATGOCT IO
TA

COGTCACCTITICACOCGT TOCCA
T

GUT T OCACTGOOGAT TOCACCT
COACGTTATTINGOCT TCAGCG
CiEAGAT T GAGAACGEA GOGUA
GTCCTICTCAGA CACTGOG G
TOGOCT GEATGA A GT TOGAC

GTCT N GGTGEAGGTTCOCOT G D

TITICAGTGITCACGCTGTTOCT
TCOTGGACTGACOGCACCATTIT







Glut2=51

I ATTOOEAAAGCAGCAGAACCT TEOAGCCACTA TTAATGACCAAGAGCGOUTTTTOETGACACT TCATGUAAN
T4 ATGLAGAAGCAGTTAACAGLUACACTOGC TCTORCAGTGTTCACAGC TGEACT TRRCTC TE TG CAGATRGGATAC
M EKQLTOGTILaALAYFTAALLGSL4MNGY
148 AGCCTRGGTGTCA TCAN TCCCCCAC A GAAGG T S TTOAGAGGCACT A TCCANATC TCTCRGTATCT A TGRAT IS,
L& VIHNAPSEVIIERHY ARSLGEY Y DE
234 AATCTOTCCOGTAGAGAAGGAGGAAN TECCACAGAACATERAAGAACCTTCCOATCCTTC TG TGE TCATG TAC TG
K L s BREGOGNATEMHETEPSDBDBPSYY MY
290 TCCTTGTCTGTY i[il‘L'P.Tl“'HT"Iﬁf‘.’.'l'IG:'1|I.ili;-"1.'Iii-':'Tfi'I'L'i'TlT'TT'[(“‘T‘.I: [GAGCTTIGTTAGCGACTTCCGT

LLEE AT A AT A G A TATTCT TG TOGT L TCT TTCT T TG AGA TCRRRCCTRRACCAATCCCATRGTT CATC
¥ LSMTAILIFLFYSFFEIGPRPGRPIPUIWFI
1274 GIGHCAGAGCTCTTCAGTCALGUGCCACGTOCAGTAGUCATAGCATTAGC TR TOTTRCARC TOGACATGUAAT
VAELFSQGGPRPAATALAGCCNNTCN
L3448 TTCATAATTGCATCTTTT T TCCTTATT TAGAGGGTCTTTG TGAAGCTACGTC T TTRTCATTTTTGCAGT ACTE
FI1TGMNEEFPYLEGLCGEYYFYIFAYL
124 CTRTTORGTTTCACCETTTTTATCTATT TGO THTACCTOARACARA AL AAGACT T TTGAGLAGATAGE ﬁ[.i'ﬁ.

T GNRZDNAIRN2ST Top, FHARIER

49 GOCACACCTTACCTCATGOTGA TAGEAGGACGTOU T AT CATGLCACTU T AC TH TSI TCTE T AT OGO TH T

& L
Sl4 L‘I;-:I ﬁi'1 571 b-'u’l. GAAGTTCA

S |5|.'T"r|'||'.||: ATCCTTATTAGTCAAGTCAT -":u[—!JIl.-‘l[rTT[ TG TEGOALATOATGACATG TRGUACGT A
b r MW H ¥ 1

=

kDA, EEERE 7,52,

T48 ATCAMACAGGGUAAAGTRGAAGAAGRCATRC AAGAA TCTOAAAA GG TRAALGEAGA TTACTAC AUTTC S AAAGAC
Il K § 6 K ¥ EE A CHEKENLIEKELEKC GDY DTS K D
Hi4 ATAGCAGAGATOCAGGCAGAGAAGGAGGRAGGUCA TGAAAGAGGUGAAAA TG TOCATC TG CGRGCTACTCOGT TOC
1 A ENMNGQAERKTETEAM®HKEEHSNSEMSZIWHELLRAS
TOGGTGTACCGCCAGCAGCTC T T TG TGGCCCTCATRA TGCACT TT TCCCAGCAGT TCTC TRGGA TCAALGETATC
S Y Y RrROQLFY A LMWMMBESOQDQRESIGIHNAI
G7a TTTTATTACTCTACT TCLATC T TOCAGAC TGOT GO TG T TG T CAGCC TG TR TATGCCACTA TTOLAGTGLGAGTT
FYYSTSIFQTOAGYGQPVYYATTIOGVIGEY
1044 ATAAACATCATTTTCACCCT TG TG TOGG TGAT C T TR THGACAGAACGGGCAGACGAACTCT TACTC TG T TG
13"-'5lFTL‘-‘H\'lL'r'I]HT':;H[-!TLTL'r'['r
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1664 TOAMCTRCTGTATGTTCC AL TeAACCTCATOCAGANC TCATCAT TTGACAGLAM TAATTAGT TTAGAGAT TAACTAA
[T A AT A A TG T LA AGA TR T G ACAAT A TAGACATRCAC TG T TRGCGCAGC TAATGTTOAATTTAGA
L TOAT TG AT AT AT T T AT AT T ARG TTATATATCTGTT A AGATATTTTTTAAAGRTATCATTTTCTTCAGTG
LA TAT AT A T AT AT T TG T A A A TT T AL TG TT TR T CCTTTC AR T TCAATATARARAGAAT TRTATGTG
1875 TCAACTGAGATTTOTGAGATATAAATCAACTGAAAGAR GG TTATACAAACTTCAGTGCATTACATAATTAATATOGTA
20 CT AT T AT oA TAGAT AT T AR T T AT AT TEAAACAC AR A TG TAAGAA TTTATTACATTTTCT T TTAGAGT
138 TACANTGGTTGGATTACATTTGTGTATTTTTTCCCATTATAAAA T TACCCATGTTTTAAAGT MACCATTCCAACTTC
2210 AN CAACCT TAATTATTTGCTTTGCTAGATATCTAMAATCCARMGATTGT TAACAATTACTTTATAATTTTUCAGA
JIRE ATAGAAGACCCTTOAATTATAT TATAT TAAA TCATATAGGAAAGCCTTTRAAARCACAATGOTRCTRCAACCOTTTTT
28 TIGCTOTaTCTTT AT CTGT TG AT TATACTTCATOOCAGT TTRATRATTRTCAAAGTACCTRRAAACT TATTGEA
2 AT TG AGTGAN TG T TACGT T TAGGCCTACTCTATTOTTAAAAAGT TTAGGAT OO TAAGTGTCTTATTTAGCTACT
2328 CACCAAGGCTOCATTTAGTTOATCAAAAATACTGTAMAACAGT AATATTGTOAAA
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