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2. AREKCSYIKEIREENRE, EAE FGLUTIRRAENEFHK, PFK-1
ASETENRE,
izzll‘;t:nula and proximate composition of the experimental diets.

LC MC HC
Ingredients (%) ® LC (20%, {E/KILED)
Fish meal 11 11 11
Casein 25 22 i
__Corpstarch 20 40 60
Fish oil 19.5 9.8 0.5
Premix” 1.2 12 1.2 o) & PAN
Caleium biphosphate 0.5 0.5 0.5 ® MC (40%, FFKILE)
Choline chloride 1.5 15 15
Mildew preventive 0.03 003 0.03
Antioxidant 0.01 .01 001
Bentonite 21 11 0 HRERE N
Tot 100 100 w @ MC (60%, ERkita)
Proximate composition (%, air-dry basis)
Crude protein 30.55 30,02 30.38
Crude lipid 20.38 1230 254
Ash 26,32 16.18 4,97
Carbohvdrate 20,34 39,16 60,62
Gross energy” (MJ/kg) 18.77 18.68 18,58 |
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HhiksEieta (125.35+0.549)

T?H30E, 8X8:30f015:30(8RKIR, 8

E24hf5, SRR EE930mg / 100g BWIREREZE, ® THIMCENE F5IEMR
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clgagltamcotacglogasacgloatlogaacal Ll gacasgac g LLATGEAGEGCGAMAAGCAACTGACCTGGCOGC TGATGCTGGCTG
|F'GT.E¥'IGSLQ“HTG‘!’INAPQHIIEEF‘EN
TAGGGACTGCTGTGATTGGCTCTCT TCAGT TCGGCT ACAACACTGOTGTAATCAATGCCCCOCAAAATATCAT TGAGGCCTTCTACAATA
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AGACATGOGAATGATCGATATGOAGAGGTCATCCCTAAAACAACCATGACTACCCTGT GG TCTCTGT CTGT GRCCATCTTCTCTGTGGGCG
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GCATTGT TGGATCCT TCTCCGTTRGGCTGT TTGTCAACCGT TT TOGAAGGAGAAACT CCATGCTCATGGCTAATGTOCTGGCTTTCATCG

NE ML KANVYLAFI

b A AL KGPFS|EMYSASYEKL[ITGRFVVGELTYIS LI

CTGCAGCACTCATGRGCTTCTCTAAGATGAGT GCATCCTORGAGATGCT TATTACTGGACGET TCGTRGTGRGCCT TTACTCTGGTCTGT

5 T 6 F Y P M YV G|EV AP TALTER|GALGEGTLHGGLGTI V]

CCACAGGTTTTGTGCCCATET ACGT GGGTEAGGTGGCT CCCACAGCTCTCAGAGGAGCTCTTGGCACCCT TCATCAGC TGGGCATCGTTA

I 6 I L M AQ I F G M|D VI MOGNENT|¥PLLLGFTFTI]|

TTGGCATCCTCATGECACAGATCTT TGETATGGACGTTATTATGGGT AACGAAAACACGTGRCCGT TGCTCCTGGGCTTTACCTTCATC C

|PELLQEELLPFEMFLLIIRHEEH]{AH

CTGCCCTGETGCAGT GCTGT TTACTGCCCT TCTGOCCCEAGAGCCCT CEATT TCTOCTCATCATCCGCAATGAGGAAMACANAGCCAMMT

S Y LEEKLRG@OTD VAADMOG QEMEKETETEST REMMPEBREHK
CAGTGCT TAAAAAGC TGCGCGEGACGACAGAT GTGRCCOCAGACATGCAGGAGAT GAAGGAGGAGAGCAGAMGATGATGAGAGAGAAGA
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T TR CATATT T T TAC T IGGC T TCTTC G TC T TCACC TACTTC AR A G TECCAGAAAC CANG GO CCGACATICGATCAM TCTCCRETG

G F O T A S5 & A BEKEHSPFEEILAHNS SLOGADS QgL =

GTTTOCAAC AGAC AGCG TCAGCGGC TOAG AAGC ACTCGCCCGAAGAGC TCAAC AGCCTGEGGGCOGACTC TCARC T T AR ac et e tos e
tpaccccpciticitcateigticacacti tetgoac placc tac Lgagpaaaag et caccagpe tatc tatcaaacatt teecotott
cotalgeEoeigcadicac ool lagloc i oo gaaat Ioccagal gaacacRagacalgEeet L ighaagecagpet g laggagtagtiat
catattectittatcagaaapatgatigttitaagace gt tegagt tplcatattigeal iggagtoet it igpotagtit gaccagtit
ttatgtttiitasatotatictaactpttacticigeigtigctataagagagipaaaactogac i gagptcacciggtcat tecegacct
sacctolacacigligacg Wagaaatogacalglogaatlgigacttolglacgpeaac i gacaal icaataclglaalocagplaac g
tatcloctattalgaaagtitigtagctittogagttatcatecaltagottagtitgpipti ttagaagt tgnaacaatitaacalglanaaass
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s GLUTTmRNA &I EFR ERBANGE
Table

Position of all post transcriptional regulatory elements found in mRNA ciGLUT1
after analysis with the RegRNA algorithm.

Element Position Region
AU-rich 157-192 5" UTR
Unr-bs 58-71 5"UTR
K-Box 370-377 ORF
MBE 1278-1282 ORF
MBE 1973-1977 3" UTR

AU-rich: E8AUTTH, ERATmMRNARESEREIERAIMRNA UTRFESY.,
Unr-bs: TLJ@‘B’ EFIENFEFIMRNARRERAEE
K-Box#IMBE: WM REEETHE.
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Megalobrama amblycephala (AKR15142.1) [F]=L &R

Ctenopharyngodon idellus (MG818478)
Cyprinus carpio (AAF75681.1)

Epinephelus coioides (AFH00993.1)
Oreochromis niloticus (NP_001266656.1)
Sparus aurata (AFD§2713.1)

Gadus morhua (AAS17880.1)

Mus musculus (AAA3TI5L.1)

Homo sapiens (NP_006507.2)
Canis Iupus (NP_001152798.1)
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Fig. 3. Phylogenetic tree based on ciGLUT1 AA sequences was made with MEGA 4.0 software using the neighbor-joining method. The numbers represent bootstrap
percentages. The topology was tested using bootstrap analyses (1000 replicates). GenBank Accession numbers of the sequences are indicated on figure.
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Tissue > H:FHEEFl%EE%{E\Eo
Fig. 4. Relative expressions of ciGLUT1 in various tissues of C. idellus. For tissue > o . — |
expressions, data are referred to the values (Relative units, RU) obtained in the ]'H HBG LUT1 Eﬁ m RNAEQ%L*—E

muscle. Each data represents the mean of six replicates. Bars assigned with Eﬁgﬂﬂ :I:E,,IE
different superscripts are significantly different (P < 0.05).
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with that of the other vertebrates. Our results revealed a ubiquitous
pattern of ciGLUT1 expression similar to that found in other species.
Consistent with the function of the GLUT1 as a constitutive glucose
transporter, ciGLUT1 expressions of hepatic and intestine were hardly
affected by the changes in dietary carbohydrate. Furthermore, after the
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